Homo sapiens Nup98

500 residues (443 without GLEBS domain)

MFNKSFGTPFGGGTGGFGTTSTFGONTGFGTTSGGAFGTSAFGSSNNTGGLFGNSOTKPGGLFGTSSFSOP
ATSTSTGFGFGTSTGTANTLFGTASTGTSLFSSONNAFAONKPTGFGNFGTSTSSGGLFGTTNTTSNPFGS
TSGSLFGPSSFTAAptgttikfnpptgtdtmvkagvstnistkhgcitamkeyesksleelrledyganrk
GPONQVGAGTTTGLFGSSPATSSATGLFSSSTTNSGFAYGONKTAFGTSTTGFGTNPGGLFGOONOOTTSL
FSKPFGOATTTONTGFSFGNTSTIGOPSTNTMGSFGVTOASOPGGLFGTATNTSTGTAFGTGTGLFGOTNT
GFGAVGSTLFGNNKLTTFGSGTTSAPSFGTTSGGLFGFGTNTSGNSIFGSKPAPGTLGTGLGAGFGTALGA
GOASLFGNNOPKIGGPLGTGAFGAPGFNTTTATLGFGAPOAPVALTDPNASAAQOAVLOOHINSLTYSPFG
DS

Localization of GLEBS domain:

L
Distrbution of il 39 (G lpeptides: LN U W T

Distribution of remaining hydrophobic residues:

Distribution of NQ resides: LENETIT T OAROTET 1
Distribution of charged residues: I I I III. I I I I I I I
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Branchiostoma floridae Nup98

479 residues (427 without GLEBS domain)

MFGOOKTPFGGTTGFGTGAFGTSSFGATOTPATGGLFGGTATNTGTGLFGGTSFGTPSTSTSTFGGFGTST
TOTGGGLFGTSTSTAGTGLFATPOQOOTAPFGAANKTGFGGFGTOTSTAATGTGLFGATOOTPSLFGGGOTT
STGLFGAVGGIAAGTNGTTvkfnpvsgsdtmmkngvsgnirtahgqcitamkeyetksleelrvedylanrk
GGSTGTTAMFGATATPOTGGGLFGNTATTTSTTGFTFGKAAFGTGOTOAKGATGFGTTSTGTGLFGOTOTT
OAGGLFASPFGGTATTTTPSTGFSFGOTNTGTGLFGOTOOKTGLFGOPTTOTTGLFGTPSTTTTTGFGTTF
GTGTFGTONOAGGLFGANKAPTFGATTTTSTTGGLFGNTATNTGGLFGONKPGLTLGLGTGFGTGAFGTTT
TSTGTSLFGPKPTNTFGAGLGTGLGAGLGTLGTGSIFGNTGLGAGIGTGTTG

Localization of GLEBS domain:

L
Distrbuton of all 40 (G dpeptides: W

Distribution of remaining hydrophobic residues:

Distrbution of NG resides: LI CHEOE T
| 111
400

0 100

Distribution of charged residues: I I Illl II ‘
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Drosophila melongaster Nup98

581 residues (528 without GLEBS domain)

MFGGAKPSFGATPAATSFGGFSGTTTTTPFGOSAFGKPAAPAFGNTSTFAAOPAQOSLFGAAATPAOPAGG
LFGANTSTGFGSTATAQPTAFGAFSOPOOTSNIFGSTOTAASTSLFGOSTLPAFGAAKPTMTAFGOTAAAQ
PTGSLFGOPAAATSTTGFGGFGTSAPTTTNVFGSGTASAFAOPOATAVGASGVNTGTAvakygptigtdtl
mksggansvntkghcitamkefegksleelrledymcgrkGPOAGNAPGAFGFGAOVTOPAQPASGGLFGS
TAQPSTGLFGOTVTENKSMFGTTAFGOOPATNNAFGAATOONNFLOKPFGATTTTPFAAPAADASNPFGAK
PAFGOGGSLFGOAPATSAAPAFGOTNTGFGGFGTTAGATOOSTLFGATPAADPNKSAFGLGTAASAATTGF
GFGAPATSTAGGGLFGNKPATSFAAPTFGATSTASTPFSNFGLNTSTAATGGGLFNSGLNKPATSGFGGFG
ATSAAPLNFNAGNTGGSLFGNTAKPGGGLFGGGTTTLGGTGAAPTGGLFGGGTTSFGGVGGSLGGGGFGMG
TNNSLTGGIMGA

Localization of GLEBS domain:

-—
Distribution of al 46 FG dipeplides: (LTI Y LTETNRNR

Distribution of remaining hydrophobic residues:

Distibution of NQ resics: TOM TR OO T |

Distribution of charged residues: II ‘ I III. IIII I I Il
0 100 200 300 400 500

Caenorhabditis elegans Nup98

494 residues (442 without GLEBS domain)

MFGONKSFGSSSFGGGSSGSGLFGONNONNONKGLFGOPANNSGTTGLFGAAQNKPAGSIFGAASNTSSIF
GSPOOPONNQSSLFGGGONNANRSIFGSTSSAAPASSSLFGNNANNTGTSSIFGSNNNAPSGGGLFGASTV
SGTTvkfeppissdtmmrngttgtistkhmcisamskydgksieelrvedyianrkAPGTGTTSTGGGLFG
ASNTTNOAGSSGLFGSSNAOOKTSLFGGASTSSPFGGNTSTANTGSSLFGNNNANTSAASGSLFGAKPAGS
SLFGSTATTGASTFGOTTGSSLFGNOOPOTNTGGSLFGNTONONOSGSLFGNTGTTGTGLFGOAQOOPOOO
SSGFSFGGAPAATNAFGOPAAANTGGSLFGNTSTANTGSSLFGAKPATSTGFTFGATOPTTTNAFGSTNTG
GGLFGNNAAKPGGLFGNTTNTGTGGGLFGSOPOASSGGLFGSNTOATOPLNTGFGNLAOPOIVMOOO

Localization of GLEBS domain: -

Distrbution of all 36 FG dipepides: T ERTTTTECEE

Distribution of remaining hydrophobic residues:

Distribution of NG residtes: LN T FOEIE O e

Distribution of charged residues: I I I I ll. I I ‘
0 100 200 30

0 400 500
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Saccharomyces cerevisiae Nup100

578 residues (578 without GLEBS domain)

MFGNNRPMFGGSNLSFGSNTSSFGGO0OSQOPNSLFGNSNNNNNSTSNNAQSGFGGF TSAAGSNSNSLFGNN
NTQNNGAFGOSMGATQNSPFGSLNSSNASNGNTFGGSSSMGSFGGNTNNAFNNNSNSTNSPFGFNKPNTGG
TLFGSONNNSAGTSSLFGGOSTSTTGTFGNTGSSFGTGLNGNGSNIFGAGNNSQOSNTTGSLFGNQOOSSAFG
TNNQOGSLFGOQSONTNNAFGNONOLGGSSFGSKPVGSGSLFGOSNNTLGNTTNNRNGLFGOMNSSNOGSS
NSGLFGONSMNSSTOGVFGONNNOMOINGNNNNSLFGKANTFSNSASGGLFGONNQOOGSGLFGONSOTSG
SSGLFGONNOKOPNTFTOSNTGIGLFGONNNOQOQOSTGLFGAKPAGTTGSLFGGNSSTOPNSLFGTTNVPT
SNTQSQOGNSLFGATKLTNMPFGGNPTANQSGSGNSLFGTKPASTTGSLFGNNTASTTVPSTNGLFGNNAN
NSTSTTNTGLFGAKPDSQSKPALGGGLFGNSNSNSSTIGONKPVFGGT TONTGLFGATGTNSSAVGSTGKQ
NNNTLNVGT

Localization of GLEBS domain:

Distrbution of all 43 FG dipeptides: MNCPTE RN OO

Distribution of remaining hydrophobic residues: | | ||| " ||| ||| || || | ||| "

Distribution of NQ residues: YN A

Distribution of charged residues: | ‘ | ‘ ” | | | ” “ |
0 100 200 300 400 500

Saccharomyces cerevisiae Nup116

737 residues (680 without GLEBS domain)

MFGVSRGAFPSATTOPFGSTGSTFGGOOOOOOPVANTSAFGLSOOTNTTOAPAFGNFGNOTSNSPFGMSGS
TTANGTPFGOSOLTNNNASGSIFGGMGNNTALSAGSASvvpnstagtsikpfttfeekdpttgvinvigsi
tcmpeyrnfsfeelrfqdyqagrkFGTSONGTGTTFNNPOGTTNTGFGIMGNNNSTTSATTGGLFGOKPAT
GMFGTGTGSGGGFGSGATNSTGLFGSSTNLSGNSAFGANKPATSGGLFGNTTNNPTNGTNNTGLFGOONSN
TNGGLFGOOQNSFGANNVSNGGAFGOVNRGAFPOOOTOOGSGGIFGOSNANANGGAFGOOOGTGALFGAKP
ASGGLFGOSAGSKAFGMNTNPTGTTGGLFGOTNOOQSGGGLFGOOONSNAGGLFGONNOSONQOSGLFGOON
SSNAFGOPQQOGGLFGSKPAGGLFGOOOGASTFASGNAQNNSIFGONNOQOOSTGELFGOONNOSQOSOPGG
LFGOTNONNNOPFGONGLOOPOONNSLFGAKPTGFGNTSLFSNSTTNOSNGISGNNLOOOSGGLFONKQOP
ASGGLFGSKPSNTVGGGLFGNNOVANONNPASTSGGLFGSKPATGSLFGGTNSTAPNASSGGIFGSNNASN
TAATTNSTGLFGNKPVGAGASTSAGGLFGNNNNSSLNNSNGSTGLFGSNNTSOSTNAGGLFONNTSTNTSG
GGLFSOPSOSMAQSONALOOOOOOOR

Localization of GLEBS domain:

-—
Distribution of il 47 FG dipeptides: ML OO AN O
Distribution of remaining hydrophobic residues: I" ||||II|| | ||| " | I" ||| |
Distrbution of NQ residues: OV MO NN R
Distribution of charged residues: | II | | | " ‘ | | " | | ‘ I

0 100 200 300 400 500 600 700
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Dictyostelium discoideum Nup220

719 residues (669 without GLEBS domain)

MFGGOFGSFGAKPAATASPFGAPSAAPTTSLFGSTAPSSGFGGFGSTAQOTTOPTTGGFGGFGGFGGATTTO
OPAASPFGGGGTGGSGLFGSSAQTTTQOPGASPFGGGFGTTTTTTTOOPGASPFGGTGGGLFGSSAQTTTO
O0OGASPFGGFGGATTTOPSLLSGATGGFGGFGGSTTSGTOLGGGGGATSGAFGGSSSPFGGSGGATTSSPF
GGGGGSFGATTOkgygtpipyggattiegntfvsisampgyndrsfeelrfedithrkdivykTGGGSGGGN
SLFGSTPTTOPSSPFGAOTTTOTTGGLFGGOTTTSPFGGOTSATPGSSLFGSTOPTOOOTSGGLFGSVOPT
O00AGGGLFGSMPSTGGSSLFGSTOPTOOOTGGAQOPTOSLFGGOTOTTTSPFGSOTSTPFGOPOOTNTGSG
LFGAQQTOOTNTGGGLFGAQPTOOTSGGGLFGTOPTSGTGLFGTSPTAGGTGLFGTTOPTSQGTGLFGTTO
PTTOGTGLFGTSPTSGTGLFGSTPTSGTGLFGSTPTSGTGLFGSAQOPPONOQOSQOTSLFGNTGTGATNTGTG
LFGSAQPSSNPGGGLFGSAQPSTTTGGLFGSNOPTAQPTTSLFGNTTGSVGGLGATPNITSGLFGSNPAQT
GGLFGSTOPTTOTSLFGNTGSTGGLGAONGGGLFGNLSOPTATAGOGLSGGLFGNLSOPTATAGOGLSSGG
LFGNTLLG

Localization of GLEBS domain:

-—
Distrbution of &l 56 FG dlpeptides: T
Distribution of remaining hydrophobic residues: | | II | || ”""
Distribution of N residues: 000 O OO OO 0 S
Distribution of charged residues: | ‘ ‘ "I ‘

0 100 200 300 400 500 600 700

Arabidopsis thaliana Nup98B

668 residues (620 without GLEBS domain)

MFGSSNNNPFGOSSISSPFGTOTHSLFGOTNNNASNNPFATKPFGTSTPFGAQTGSSMFGGTSTGVFGAPQ
TSSPFGASPOAFGSSTOAFGASSTPSFGSSNSPFGGTSTFGOKSFGLSTPOSSPFGSTTOOSOPAFGNSTF
GSSTPFGASTTPAFGASSTPAFGVSNTSGFGATNTPGFGATNTTGFGGSSTPGFGASSTPAFGSTNTPAFG
ASSTPLFGSSSSPAFGASPAPAFGSSGNAFGNNTFSSGGAFGSSSTPTFGASNTSAFGASSSPSFNFGSSP
AFGOSTSAFGSSSFGSTOSSLGSTPSPFGAOGAQASTSTFGGOSTIGGOOGGSrvipyapttdtasgtesk
serlgsisampahkgknmeelrwedyqrgdkGGORSTGOSPEGAGFGVTNSOPSIFSTSPAFSQTPVNPTN
PFSOTTPTSNTNFSPSFSOPTTPSFGOPTTPSFRSTVSNTTSVFGSSSSLTTNTSOPLGSSIFGSTPAHGS
TPGFSIGGFNNSQOSSPLFGSNPSFAONTTPAFSOTSPLFGONTTPALGOSSSVFGONTNPALVOSNTFSTP
STGFGNTFSSSSSLTTSISPFGOITPAVTPFOSAQPTOPLGAFGFNNFGOTOIANTTDIAGAMGTFSOGNF
KOOPALGNSAVMOPTPVTNPFGTLPALPQ

Localization of GLEBS domain:

-—
Do of 52 6 dpepves: T TN

Distribution of remaining hydrophobic residues: | | | | | | | | " " |||||I|||"|| ||I|III||II||

Distribution of NQ resicses: VAU RN RN A

Distribution of charged residues: | | | ‘ ‘ |Il | ‘ "
0 100 200 300 400 500 600
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Tetrahymena thermophila macronuclear Nup98A

666 residues (633 without GLEBS domain)

MFGNTGGGGLFGNTOTOOTGGGLFGOPOOTQFGOTGATGGGLFGGATNTFGGGGGGGLFGGNNNOOTNPTA
GGGIFGOGTTGLGGAPAOTGGGLFGAPONNOGGGLFGGGTTTGGGMFGNOANTOTGGGGLFGGPSOPTTOP
PAFSLNNPTTGGGGLFGOPANTMGGNNGGLFGGOTNSFGANNNMLGNNNRPOGAGIFGGATTTAPTGNTGM
FGGIGANNGGGGLFGMNNTNTNPTGGFGATNPTAGGGGLFGGGATTTGGGGLFGGGNTOGGGLLGTANTTA
GGLLGGGFNMNNNTGGILGOTNNQFGLGSFGTNNNAAAAPFOPKASANGvV1tkpneknlcyaisngtdfci
felaltqgrklvkAGOLKPGAQOAGGMFGOPAOGGNGLFGGGGAATTTPFGGAQONGNLFGGONTOAQGGGLF
GAPVNNAATGAGGGLFGAKPAATTTGGGLFGOMPAOTGGFLGNTATOPAGGGLFGGATTTOAPGGGGGGGL
FGGNTTAATTGGGLFGGNTQOTGGATGGLFGGOOPNNOGGLFLNTGNANNANTGGGLFGGATTTPATGGGLF
GGSTNTOPGLATGGGLFGNNOGASOPAAQGGLFGGAAPOONSLFGGATAGGOTGGLFGGATGATOOOGGGL
FGOTASNPTOGGGLFGAANPGLGGAAA

Localization of GLEBS domain: -
Distrbution of all 42 FG dipeptides: (TR TE e AT

Distribution of remaining hydrophobic residues:

Distibution of N resides: O T 0 O 00

Distribution of charged residues: | . I III I .
0 100 200 300 400 500 600

Trypanosoma brucei Nup158

565 residues (565 without GLEBS domain)

MSAGFGGGFGOPAATGFGOOPTGGFGOAPOGGAFGOVAPAATGFGOPSOSAVTGGFGOTNTGGFGOPAATG
FGOPAQGAVTGGFGOTNTGGFGQPAATGFGOPAQSAVTGGFGOTNTGGFGOPAOGGFGOTAAAANAFGOAG
PSGGFGOTNTGGFGO0OSNSGFGOAGRGATAGFGOPGTGFGOPATGGFGOATSASPFGOAAAGRGVGGGFGT
AAGTVGGFGOPAATGGFGOTATTGGFGOPAQGAAAGGFGOPATGGFGOATSASPFGOAAAGRGVGGGFGTA
AGTVGGFGOPAAPGGFGOTATAGGFGOPARGAAAGGFGOPATGGFGOATSASPFGOAAAGRGVGGGFGTAA
GTVGGFGOPAATGGFGOTATTGGFGOPAQGANTFGOGTPSAGGFGOAGRGVTGGFGOTGVTGGFGOTATTG
GFGOPAQGAATGGFGOAGRGAADGFGRPAOGAAAGGFGOPATGGFGOATSASPFGOAAAGRGVGGGFGTAA
GTVGGFGOPAAPGGFGOTATTGGFGOPGRGAAAGGFGOPATGGLGLAGGSGFGAAAGAGGFGOOSTAS

Localization of GLEBS domain:

Distrbution of sl 58 FG dipepides: 0 OO A

Distribution of remaining hydrophobic residues:
Distribution of NQ resides: LI T

Distribution of charged residues: ‘ ‘ I I II I I I I I
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