8- to 10-stranded Longest Alignment, IntNum 1356

3qra A 2 EGE KEDGYKL
2vdf A 7 AN

NND..WGVIGSFAQTRRGFE
RAF..L PFDANQGIRLEAGFGRSKKNII

3qra A 57 ESVDG......... FK.LI ..NE..
2vdf A 65 NLETDENKLGK| TLSDS IK

3qra A 103 S.IFGQS PHP 138
2vdf A 125 TTKHTL QLGNGW 161

8- to 12-stranded Longest Alignment, IntNum 703

2maf A 8 AYAYEHITHDYPEPTAPNKNKISTVSDYFRNIRTRSVHP FG...G
luyn X 120 IG GA......... D

2maf A 65 WRIAADYA.RYRKWNNNKYSVNIENVRIRKENGIRIDRKTENQE.NGTFHA.

luyn X 171 GDEOVEGGERVDEEKQDEEAEKGSAL . ............. G

NVPFAAT

2maf A 122 DFQINDKF VRHSIDSTKKTIEVTTVPSNAPNGAVTTYNTDPKTQND
luyn X 217 S..DK DLNGRDYTVTGG. . .F............... TGATAATGK
omaf A 182 YQSNSIRRV TP KIBEDACYRYENY GRLENTRFKTHEA F
luyn X 257 TGARNMPHT EFGNGWNGLARYSYA.GSK....QYG

8- to 14-stranded Longest Alignment, IntNum 1494
2x27 X 4 GHKAGD LDGAKQRGT AD . KW
4d5b A 162 NDY RNAW. ....oovvvnnn. G F GNNEN

2x27 X 61 GVELVAATPFNHQVDVKGLGPGLD PMGGTNS AF BNCEEGYN
4d5b A 208 [ENIEENNEEEEENDERQPDG. . . TI FD....DAGTLYTRVRVG

2x27 X 121 |EBEEDEDLASNRKAQGF ML
4d5b A 260 KNETKNTDRS.......... GGGNAGI

2x27 X 176 GPSALGVNK| 210
4d5b A 310 RLSG...... WEARNK RF 339

8- to 16-stranded Longest Alignment, IntNum 529

NE
GES

1qj8 A 3 QG........ Q EDNSPLGVIGSFTYTEKSRTASS
5fvn A 188 KRTSSQNDLTYGNGDR ANN. .IYLAAQYTQTYNATRVG.
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1qj8 A 55 GD ND EYPTYK 114
5fvn A 245 NL FDFGL DLEN...GYGD 299
19j8 A 115 PME IRS......... VD 148

5fvn A 300 NK LDDKEFTRNAGISTDD| F 342

10- to 12-stranded Longest Alignment, IntNum 1348

2vdf A 30 PFDANQGIRLEAGFGRSKKNIINLETDENKLGK 89
3aeh A 105 FRSGAVEDVIARYIHNENKVDLNFA . . ... ... .. GAGK 154
2vdf A 90 TLSDS IKTTK...HTL 141
3aeh A 155 TD TFNWNDSGMDVSMRRNS 212
2vdf A 142 QLGN.GW TGVTNLKKD 199
3aeh A 213 SGKDW TDSADVHLKDAAGEHQINGRK 272

2vdf A 200 KLGESAPNENESEENE 214
3ach A 273 REGDNTRLGLEVERS 287

12- to 14-stranded Longest Alignment, IntNum 712

fuyn X 39 NGTCHENEEEEEDEEENEQCGVE . .GENTTAAATLGMGRSTWS 96
2x9k A 39 ANGPWRIALAYYQEGP.VDYSAGKRGT| ENDDFEECHIGCERNNGYE o7
luyn X 97 EN..SA.. DAGDIG GAD 152
2x9%k A 98 YVDEPGKDT TD NDLN......... TTGYA 148
luyn X 153 NVPFAATG GSALG 212
2x9k A 149 NE NMDD..... SRNNG 195
luyn X 213 SDKENEEENER . DLNGRDYTVTGGFTGATAATGKTGARNMPHT 271
2x9k A 196 LG.NHSVTPYTRIGLDRWSNWDWQ....... D......... DIER 238
luyn X 272 EFGNGWNGLARYSYAGSKQ. .. .. YG 308

2x9k A 239 F QNEESVSEENABENQD ADEGDSDK 280

12- to 16-stranded Longest Alignment, IntNum 1395

2wjr A 27 NGWWASMESNTWNTIHDNKKENAALN DDQ SS... ... 80
3nsg A 147 DEESEGEGYQERNQDNHS.INSQ F...D KRTNDQQDR 202

2ujr A 81 ...NG TK D ENECERYRVDWRANREQDL . . SGDM 135
3nsg A 203 DGNGDR AN .NVYLAAVYAETRNMSIVENTVTDTY| 261



14-
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NSD KQNDYRYANHKKW, HMTPDITPYIEYDYLDRQGVY
FDF QLNGAGGS F N K NENVWVDYRENEED EN D

N.GRDNLS KL 214
YSSSYVGTDD 341

to 22-stranded Longest Alignment, IntNum 1859
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TD K NGRSV AT ENEGEEED VS QI GTLAGQGRVSGTLVPTLLG
SEQWELNLGLRYDDFDTKSSGYQTAGRN. . ... ..............
VPGL TP
GP...A PAP NPTGETG. . .
EEESSVAGNIPLKGDVTVRNFQMPAQLTVGISHQFN . DQ
GEGQAD. . ..I.SVGNN.GLDPERNENEENGTRWARFDD NARVASP
EEENQSGSAANLD NAKWTFRGGFHYAQEAIPGNM. . . .L
LDV . ... STLQVLD TEK RSN ENRES TV K SDE
LAVVPATPT CKNDVEDEBESWAER 403
GNKMPQTA LQNFTIGGGTTYVDK 650

to 18-stranded Longest Alignment, excluding Fig 6, IntNum 2149
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NKLDL TTTGDS....KN QINTDLTGFGQWEYRT. ..
EDA FRDHDAGKSL PG.TVGVGLDAIGLFG

.KADR..... AE........ GEQQNSN YAEVG IVYDVESY
VKLNSGRGTSNSELLPLHDDGRAADN V.S EMLPDIPLLR.Y
TDM. .APY.FSGETWGGAYTDNYMTSR SDFFGLVD QDNH
DDGRLLPQTF E..L....P AVSLRN
ST........... NSQ FD.. KRTNDQQDRDGNGDR
SADMQDLSAWSAPTQKSD NRE D............

A..N..NVYLAAVYAETRNMSIVENTVTDTV FDF@
RVGDWTLGANLGLFVDRDDGAAR. . ... .. AGE IG.L

QLNG........ Ao ... GGS FN....K

SGWQSVYGSSGRSMGNDMFNGNFTN VGLGWP
DENDYSSSYVGTDD 340
TKA..GSGG 351
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14- to 16-stranded Longest Alignment, IntNum 1879

SFLSQTENGIQTSFD QATSKLT
FNHEH F N DNWR

3bs0
4y25

3bs0
4y25

3bs0
4y25

3bs0
4y25

3bs0
4y25

3bs0
4y25

A
A

92 DWRFGAGLFVSSGLGTEYGSK

57 QFSEGKGI

151
112

211
128

266
183

322
240

382
293

SR

KLTD
.MKNGVT QNE

LDGDIRVKNFEM. .PASLTLGLAHQ
LIVDFL.PSLYYEQNTEHD.TPYYNP

D
R

387
298

SGDG.A.V. . HEE

R, FSDSNQ SSPY

NE. .R SQLGG
RSYEN

NNDLTLRAGYSYAQQALDSELILPVIPA

F

PYDGDR

BHNLYVEFD

150
111

210
127

265
182

321
239

381
292



	Fig S1
	Fig S2
	Fig S3
	Fig S5
	Fig S7
	Fig S8
	Table S1
	Table S2



