Large Rearrangements

Int Num 317
E-value 1.1E-6

lpho A 007 DGNK! SDNA-S-------- KDGDQSYIRFGFKGETQIND! GNKA----- ESDTAQQOKTRLAFAGLKYK-DL 092
51dv_A 009 AIKD KNFLNNSNLNNSKODHKYRAQVNFSAAT GGTGVDNATNAEKGLFVRQLYLTYTNEDV. 108

lpho_A 093 YDVEAWTD-M-FPEF----G-GDSSAQTDNFM- - TKRASGLATY S == == S e e RN TDFFGV ID NRD- - —-- 159
5ldv_A 109 QQLNI IWTDNGVDGLVEEGVAVVNNS I DEETLAAFAVDS FMAAEQGSDLLGQS TYVGNGKNNNDSFKLDS IG=~NLYGAAAVGS YD 206
lpho_A 160 -VKKQNGDGFGTSLTYDFG---GS! DRTNEQNLOSRGTGKRAEAWATGLKYDANNIVEATFYSETRKM - —————————— T PI-- 236
51dv_A 207 BESBOVAFFYAVDAAYSTTIFDGI LDSELD--DKKT STVVIEDQGNLGSLLAGEE 304
lpho_A 237 -T---——-- GGFANKTONFEAVAQYQFDFG. IEG-IGDEDLVNYIDVGATYY LDSDNK- LNINNDDIVAVGM 326
5ldv_A 305 IFYTTGSRLNGDTGRNIFGYVTGGYTENET TEATTHLGGGKKLEAVARVDYKYS TNESADHSTVRLQA 404
lpho A 327 TYQF 330

5ldv_A 405 LYKF 408

Int Num 1308
E-value 9.8E-6

2por_A 002 GDDW-—--—-——————— NFSSRSRVLFTMSGTTDSG. TGEDGTVFLSG--AF! AL 076
51dv_A 013 KNFLNNSNLNNSKODHKYRAQVNFSAAT. GGTGVDNATNAEKGLFVRQLYLTYTNEDV. Q0 112

2por A 077 GASEALFG--D-L-YE---VGYTDL---DDRGGNDIPYLTGDE-RLTAEDNP-----——- VEEYTY - SAGATFSVAASMSDE - -KVG-E------ TSEDD 146
5ldv_A 113 LNIIWTDNGVDGLVGEGVRVVNNS IDEETLAAFAVDS FMAAEQGSDLLGQSTYVGNGKNNNDSFKLDS IGNLYGAAAVGSYD LA GGOENBO NNEAYND OV 212
2por_A 147 AQEMAVARAYTFG--- T- - - -ALMADMEQLELAATAKF CATNVKAYYADGEEDRD - —— - - - - - FARA---VF--DL--TP-VA 221
51dv_A 213 AFFYAVDAAYSTTIFDGI LDSELDDKKT STVVIEDQGNLGSLLAGEEIFYTTGSR 312

2por A 222 AAATAVDHKAYGLSVDSTFG-A' DT------- IDDVTYYGLGASYDLG LP-----—-- NSDMVADLGVKEKE 301
5ldv_A 313 LNGDTGRNIFGYVTGGYTENET] TEATTHLGGGKKLEAVARVDYKYS TNESADHSTVRLQALYKF 408

Int Num 1731
E-value 9.5E-6

2zfg A 007 DG FSKGNGENS - --YGGNGDMTYARLGFKGETQINSD GNNSE---GADAQTGNKTRLAFAGLKYA-D 098
51dv_A 009 AIKD KNFLNNSNLNNSKODHKYRAQVNFSAAT GGTGVDNATNAEKGLFVRQLYLTYTNEDV. 108

2zfg A 099 DALG-YT-DMLPEFGGDTA-YSD——--- DFF - -VGRVGGVAT================YRNSNFFGL RDT----— 165
5ldv_A 109 QQLNI IWTDNGVDGLVEEGVAVVNNS I DEEFLAAFAVDS FMAAEQGSDLLGQS TYVGNGKNNNDSFKLDS IG=~NLYGAAAVGS YD 206
2zfg A 166 -ARRSNGDGVGGSISYEYE- - - - TNLQEAQPLGNGKKAEQWATGLKYD KFT- 245
51dv_A 207 BESBOVAFFYAVDAAYSTTIFDGI LDSELDD--KKT STVVIEDQGNLGSLLAGEE 304
2zfg A 246 ----N---[SCFANKTODVLLVAQYQFDFG VEG- IGDVDLVNYFEVGATYY: IDSDNK-LGVGSDDTIVAVGI 336
5ldv_A 305 IFYTTGSRLNGDTGRNIFGYVTGGYTENET TEATTHLGGGKKLEAVARVDYKYS TNESADHSTVRLQA 404
2zfg A 337 VYQF 340

5ldv_A 404 LYKF 408

Int Num 2194
E-value 3.7E-9

3nsg_A 005 NKDGNKLD! TTTGDSK-------- NADQTYAQIGFKGETQINTD RAE- - - -GEQQONSNLVRLAFAGLKY - - AEV 090
51dv_A 007 EEAIKD KNFLNNSNLNNSKQDHKYRAQVNFSAAT. GGTGVDNATNAEKGLFVRQLYLTYTNEDV. 105
3nsg A 091 IVYDVESYTDMAPYFSGET--——- WGGA--—-- Y TDNYMTSRAGGS S e LT YRN SDFFGLVD G EG IO Y OGKIN - - 159
5ldv_A 106 QQLNI IWTDNGVDG-LVEIGVAVVNNS I DEETLARFAVDS F -MAAEQGSDLLGQSTYVGNGKNNNDSFKLDSIGNL ===~~~ YGAAAVGSYDLAG 197
3nsg_A 160 QDNHS----- INSQNGDGVGYTMAYEFD-——--| KRTNDQQODRDGNGDRAESRAVGAKYD NT 241
5ldv_A 198 EOFNBOLWEAYWDQVAFFYAVDAAYSTTIFDGI LDSELDD-KKT STVVIEDQGNL 296
3nsg_A 242 e L EEE TD- - - TVEMANKTONLEVVAQYQFD OLNGAGGSADLAKYIQAGATYY. ENDYSSSYVG 328
51dv_A 297 GSLLAGEEIFYTTGSRLNGDTGRNIFGYVTGGYTENET] TEATTHLGGGKKLEAVARVDYKYS T-NESA 395
3nsg_A 329 TDDQAAVGITYQR 341

slav A 396 DHSTVRLQALYKF 408

Int Num 2866
E-value 1.1E-8

4d65_A 008 G FADAKSGE-------- DGDDSRVRLGFKGDTQITDOQ: STNKA------— ETSNDNQNRLAYAGLKFA-D 092
51dv_A 010 IKD KNFLNNSNLNNSKQODHKYRAQVNFSAATAD GGTGVDNATNAEKGLFVRQLYLTYTNEDV, 109



4d65_a
51dv_a

4d65_a
51dv_a

4d65_a
51dv_a

4d65_a
51dv_a

Int Num 3213
E-value 4.1E-9

5fvn_A
51dv_A

5fvn_A
51dv_A

5fvn_A
51dv_A

5fvn_A
51dv_A

5fvn_A
51dv_A

Int Num 3231
E-value 8.3E-9

S5nxr A
51dv_A

S5nxr A
51dv_A

S5nxr A
51dv_A

S5nxr A
51dv_A

S5nxr A
51dv_A

lprn A
3sy7_ A

lprn A
3sy7_ A

Int Num 380
E-value 6.7E-4

lprn A
3szd A

Int Num 385
E-value 6.7E-4

lprn A
3t0s_A

lprn A
3t0s_A

Int Num 395
E-value 1.0E-3

lprn A
4frx A

093
110

164
206

246
303

336
401

005
007

088
106

161
203

244
299

331
397

006
008

094
108

167
204

250
293

335
392

161
210

246
308

190
248

160
244

248
337

190
280

FVIYDTNAWTDVLPLWGADT ----- M-DQ-ED--TF--MMG GFGYIDG- LEFALOYOGKN - -GDONKSTG
0 LAGGQFNPQLW

QLNIIWTDNGVDG- LVEEGVAVVNNS I DEEFLAAFAVDS FMAAEQGSDLLGQS TYVGNGKNNNDSFKLDS - - - IGNLYGAAAVGSYD

SSALDNNGDGYGFSTAYELG---- SRTPSQNNIKTGATGKRAEAWNVGSKLELDE. ---GDD
EA¥RBoVAFFYAVDAAYSTTIFDGI LDSELDD---KKT STVVIEDQGNLGSLLAG
—————— D---AEATANKTENLELVALY SFDFG LGN-YGNKDLVKYIAVGASYD LKDNQFTDDYGINTDNVE
EEIFYTTGSRLNGDTGRNIFGYVTGGYTENET TEATTHLGGGKKLEAVARVDYKYS - -TNESADHSTV
GLGLIYQF 343

408

NKDG! FSDDDSQ----—----- DGDQTYMRLGFKGETQVND GNSG----- E-NENNSWTRVAFAGLKF - - GD.
EEAIKD KNFLNNSNLNNSKODHKYRAQVNFSAAT. GGTGVDNATNAEKGLFVROLYLTYTNEDV.

YGVVYDVTSWTD--VLPEFG- - -GDTYGS - -D-NF - - -MQORGNS G FAS == S eSS e Y RNSD FFG. SGED
QQLNIIWTDNGVDGLVEIGVAVVNNS I DELTLAAFAVDS FMAAEQGSDLLGQSTYVGNGKNNNDSFKLDS I - - -GNLYGAAAVGSYD

QTNNGRTELRQONGDGVGGSITYNLG--E--| KRTSSQNDLTYGNGDRAETYTGGLKYD -

QVAFFYAVDAAYSTTIFDGI LDSELDD--KKT STVVIEDQGNLGS

--G------ N----- LEWANKAQONFEVVAQYQFDFG. LENGYGDQDLLKYVDVGATYY. LDDKEFTRNAGIST

LLAGEEIFYTTGSRLNGDTGRNIFGYVIGGYTENET] TEATTHLGGGKKLEAVARVDYKYS T--NESAD
DDIVALGLVYQF 332
408

KDGI FASADKGKKS----- EDGDDSRVRLGVKGDTQITDO) KTNKA------ ENEGENKNRLAYAGLKFA-D

EAIKD KNFLNNSNLNNSKQDHKYRAQVNFSAATAD] GGTGVDNATNAEKGLFVRQLYLTYTNEDV
DINAWTD - -VEPLH- -~ GADTMA - - - -~ -QTDNFWTS R NRNSEES S SS S S W RNNNA FGY VDG - LSFATOYQERNCDNNKS SA
QQLNI IWTDNGVDGLVGIGVAVVNNS I DELFLAAFAVDS - FMAAEQGSDLLGQSTYVGNGKNNNDSFKLDS - - - IGNLYGAAAVGS YD LAGEOENEY

- - -GMAKDNGDGYGFSTAYELGW- - - - SEGDSYYSATGKRAQAWNVGGKED
EREA¥RBOVAFFYAVDAAYSTTIFDGL LDSELDD--—=-—-=----- KKTY, STVVIED
ESR¥----GD---—------ LDETANKTENVELVAQYLFDFG LGNGYDNQDLVKYISVGSYYY. LKDNDFTK
QGNLGSLLAGEEIFYTTGSRLNGDTGRNIFGYVTGGYTENET TEATTHLGGGKKLEAVARVDYKYS T-
EYGINTDNVLGLGLVYQF 352

“NESADHSTVRLOALYKF 408

Loop to hairpin
Int Num 372
E-value 4.6E-4

TEEFGIAADWSND- - -—- MI, DAGG------ IVDNDIAFVGAAYKEN GLSTAGDQVILYGNYAF - -GAT - [VRAYVSSD 1D

YRQYYLNSNYTIPLASD! [EGKAKAGDESNETWSLAAAYTLD GDQ- PFDY IGFGRNGSGAGGDS IFLANSVQYSD

R-AGADTAYGIGADYQFA----E| G 274
FNGPGEKSWQARYDLNLASY 341

DNDIAFVGAAYKEND NGLSTAGDQVILYGNYAFG- - ATVERSAYVSD IDRAGADTAYGIGADYQFA - - —-Ef G 274
DNRTVSALFSARY - --G----WMRVNGTSGGTLANDS YNASYD-NPGERSWQLRYDFDEVGL 331
VTEEFGIAADWSNDMI DAGGIVDNDIAFVGAAYKENDAGTVGLSNWYDNGLSTAGDQVILYGNYAFG----A-T IDR-------
DNRNLNAMLTLRAG. FPVLNGYT-TPY-VANLMAYQTFTR- PQEKSWQLRYDYDFAGL IDRGAGR
-AGADTAYGIGADYQFA----E G 274

ADDSEWERNTDLSYVIQSGPLKS 369

DNDIAFVGAAYKEND NGLSTAGDQVILYGNYAFGA - TVRAYVSD IDR-AGADTAYGIGADYQFA- - - -E G 264
PNRAESGLETYTVSGH- DF- PFLNR-GDGEGSTAYLITDVQIGKFQRAGERTWQVRYGYDFATV! 367

163
205

245
302

335
400

087
105

160
202

243
298

330
396

093
107

166
203

249
292

334
391

245
307

247
336



Int Num 910
E-value 2.8E-4
2fgr A 168
4frx A 280

2fgr_ A 266
4frx A 369

Int Num 922
E-value 6.8E-4
2fgr A 168
5d15_A 274

2fgr A 262
5d15_A 360

Int Num 2791
E-value 2.8E-5
4aui_A 017
51dv_A 009

4aui_A 107
51dv_A 106

4aui_A 163
51dv_A 206

4aui_A 239
51dv_A 302

4aui_A 321
51dv_A 402

Int Num 2965
E-value 1.2E-4
6ehb A 181
4fso A 258

6ehb_A 270
4fso A 351

Int Num 2983
E-value 1.9E-4
6ehb A 181
4fsp A 262

6ehb_A 269
4fsp A 354

Int Num 3159
E-value 5.1E-4
6ehb A 181
5d16_A 187

6ehb A 246
5d16_A 306

Int Num 3235
E-value 7.0E-9
6ehd A 005
51dv_A 007

6ehd A 083
51dv_a 107

6ehd A 138
51dv_A 207

6ehd A 222
51dv_A 297

6ehd A 304
51dv A 392

VGRYIGGYVAYDNGP! VGGLATDRDEITLGASYNFGVARESCREQOTRERRD I GGDIRTNS YMLGASAPYVG----G
PNRAESGLETYTVSG! D----- FPFLNRGDG-EGSTAYLITDVQIGKF----— QRAGERTWQVRYGYDFATV

—---IDSKAHQITLGYVHNLS----KI D 299
KTARGDQSEWERDISLAYVIPDGTFKG. SGL 279

VGRYIGGYVAYDNGP! VGGLATDRDEITLGASYNFGVARESECEIQOOTRERRD I GGDIKTNS YMLGASAPV G- - - - G
TNNIWAISGTYATGP! (e Y-DYGQ-NA--DGFQSIYLPNSYMSDF----- IGNHEKSAQIQYNVDFGKLGVL

—----IDSKAHQITLGYVHNLS----K D 299
DDAQEREFFNQVKYTVQSGFAKD. D 273

AMAD HGAQADRVKTATEIADLGSKIGFKGQEDLGNG KAYVSG-------- TDTGWGNRQSFIGLKG- -GF
AIKD KNFL-NNSNLNNSK--QDHKYRAQVNFSAAIAD| GGTGVDNATNAEKGLFVRQLYLTYTNEDV
--ILKDT----GNFNP-----—- WEGKSYY-SGLSNIAQ--PEE-——-—========————————— R-HVSSS==VRYDSP-EF.
QQLNI IWTDNGVDGLVEGIGVAVVNNS I DELFLAAFAVDS FMAAEQGSDLLGQSTYVGNGKNNNDSFKLDS IGNLYGAAAVGS YD
PNDNSGKNRSESYHAGFNYKND-- - e TEKHQVHRLVGGYDHDALYASVAVOQQDAKL - -- - - - - - T-WRD----D
- ---QVAFFYAVDAAYSTTIFDGI LDSELDDKKT STVVIEDQGNLGSLLA
N---————mmm o] SHNSQTEVATTVAYRFG- KGSVYD-ADHDNTYDQVVVGAEYDFSKRT| GKGAE - - -KFVATVGG
GEEIFYTTGSRLNGDTGRNIFGYVTGGYTENE TEATTHLGGGKKLEAVARVDYKYSP) TNESADHSTVR
VGLRHKF 327
408
GEDGYSLSAIYTFGDT ODDONEYMLAASYRME NS IV FAGLETDGEEAKD VDY TGYBLAAGYRLG———-Q- TAK----- K
DNRALSLLLAYAQG--G SSM- - - - PYLDGSNPYLANYLQVNDF-ANPEERSWQLRYDFDLRSV GDE
TSADNFAIDATYYFK---- LDSDKASKVASEDELAIGLRYDF 320
GKEWERDIELKYIVQSGRFKD FER- - SARDVDEVRLIASYNE 403

GEDGYSLSAIYTF-GD QDDONEYMLAASYRME - - NEVFAGUETDGELAKD VDY TGYELARGYRLGQ - - - - — TAK----
DNRSESGSLTYRLRN- - GF- - - - PYLEGTDPYLVNF -GQYNDF - AEAGESSWQLRYDCDFAPL PKGA

-KTSADNFAIDATYYFK---- LDSDKASKVASEDELAIGLRYDF 320
DGSREWERDSDLRYVLQGGALKG: F-——-- SRDIDENRLYLTYEL 405
GEDGYSLSAIYTFGDT ODDONEYMLAASYRME NIV S FCAGUETDGELAKD VDY TCYELAAGYKLG——-Q- TA-------
DNDLYHAHFELKHQ--N F----PYLTGGETGLLIDTWP-GEF- LNPKEKAYSFRYEYDFKE PNLGG

KKTSADNFAIDATYYFK---- LDSDKASKVASEDELAIGLRYDF 298
TNLKERETDEDLGYTVQSGWL: LSTANIKPVNETRINIDYTH 362

KSDA FLEDKDP----——-—-—- TIGSGSSRAGVDANYTVNDS| KDS-----——---- GDMYVRNHILGVKT - -NF'
EEAIKD KNFLNNSNLNNSKQDHKYRAQVNFSAAT GGTGVDNATNAEKGLFVRQLYLTYTNEDV.
QWTT - -SDDV--Y-G-AD- - -YSY-FFGGTGLR--Y-G-~~TLSDA--————==—=————————————— LHD --EADS
QQLNI IWTDNGVDGLVEGEGVAVVNNS I DEETLAAFAVDS FMAAEQGSDLLGQSTYVGNGKNNND SFKLDS IGNLYGAAAVGSYD.
PEDNAKQELAELYVGATF--G-D TVGTTTIDIKADVINSYFEVIGEYTIGD. -
Q- - VAFFYAVDAAYSTTIFDGI LDSELD-------- DKKT STVVIEDQGNL
———-EN-----—----- N T- - -GADEDGTLVYLGVEYKFAS| TTLGYTNKGSD
GSLLAGEEIFYTTGSRLNGDTGRNIFGYVTGGYTENET] TEATTHLGGGKKLEAVARVDYKYS T-----

AEVKATKVDSANNFGIGARYYW 325
————— NESADHSTVRLQALYKE 08

267
370

261
359

106
105

162
205

238
301

320
401

269
350

268
353

245
305

082
106

137
206

221
296

303
391



Loop to hairpin with alternate alignments

Int Num 378 - Loop to hairpin
E-value 1.9E-4

lprn_A 190 DNDIAFVGAAYKEND NGLSTAGDQVILYGNYAFGAT - —[fVRAYVSD IDR-AGADTAYGIGADYQFA - - - —El G 274
3sys A 245 DSHTVYGLFSAGIGLH- S-———--- GWQSVYGSSGRSMGNDMFNGNFTNADERSWQVRYDYDFVGLGWP| 328

Int Num 379 - Alternate alignment, also loop to hairpin
E-value 2.8E-4

lprn_ A 160 VTEEFGIAADWSNDMI DAGGIVDNDIAFVGAAYKENDAGTVGLNWYDNGLS - TAGDQVILYGNYAFG----A-T IDR-------
3sys_ A 245 DSHTVYGLFSAGIGL S--GWQSVYG-SS---GR- SMGNDMFNGNFTNADERSWQVRYDYDEVGLGW. TKAGS
lprn_A 247 AGADTAYGIGADYQFA----Ej G 274

3sys_A 338 GGKEWERDVELGYTVQSGP! 369

Int Num 1628 - Loop to hairpin

E-value 9.1E-5

6ehb_A 181 GEDGYSLSAIYTFGDT ODDONEYMLAASYRME - - NE¥FAGLETDGELAKD VDY TCYELARGYRLG -~ —-Q- TAK-----
2y01_A 256 DNKSLNGMFTYSLG-- F----PYLEGSNPYLVNFV-QVNDF-AGPKERSWQLRYDYDEVGL GQS
6ehb_A 269 -KTSADNFAIDATYYFK---- LDSDKASKVASEDELAIGLRYDF 320

2y01_A 348 GEGREWERNTELQYVFQSGALKN: F-——-- TRDIDENRLIVSYTL 399

Int Num 1627 - alternate alignment
E-value 1.0E-5

6ehb A 182 EDGYSLSAIYTFGD QDD-QNEYMLAASYRME - - - -NEYFAGLFTDGELAK - - - - - D GQ. TAK---
2y01_A 189 DHFDLGGLDYKLTD-| DVYROHFVGLLHSWPIGP SGSAKAG L FP
6ehb A 269 = = —---------------o—- KTSADNFAIDATYYFK---- LD 299
2y01_A 288 YLEGSNPYLVNFVQVNDFAGPKERSWOLRYDYDEFVGL 341

Int Num 2550 - loop to hairpin
E-value 1.5E-4

6ehb A 181 GEDGYSLSAIYTFGDT ODDONEYMLAASYRME - - NEVEAGUETDGELAKD VDY TCYELAAGYKLG——--Q- TAK-----
3szv_A 256 DNRAEGALFSLRLG-- DPYP----YIAGSDPYLVNF-IQIGDF-GNVDERSWQLRYDYDFGAL ARGAAN
6ehb A 269 KTSADNFAIDATYYFK---- LDSDKASKVASEDELATIGLRYDF 320
3szv_A 348 DGKEWERNTDLGYVVQSGPLKN F----- ANDLDENRLILSYSL 398

Int Num 2551 - alternate alignment
E-value 2.8E-5

6ehb A 181 GEDGYSLSAIYTFGDT) ODD-ONEYMLAASYRME - - -~ - -—= GQ. TAK---
3szv_A 189 SDAFDFAGGDYRLTP-| DIYROTFAGLVHTLDLGGQ EDGGFRE! DPYP
6ehb A 269 = —----------------—- KTSADNFAIDATYYFK---- LDS 300
3szv_A 288 YIAGSDPYLVNFIQIGDFGNVDERSWOLRYDYDFGAL A 342

Int Num 2948 - Loop to hairpin
E-value 1.0E-3

6ehb_A 180 NGEDGYSLSAIYTFGD! ODDONEY-MLAASYRM-ENEVEAGUEIDGENAKD VDY TGYELARGYRLGQ - - - - — TAK----
afrx A 279 VDNRAESGLETYTVS--G DFPFLNRGDGEGSTAYLITDVQIGKF-QRAGERTWQVRYGYDFATVI TARG
6ehb A 269 KTSADNFAIDATYYFK---- LDSDKA---SKVASEDELAIGLRYDF 320
4frx A 376 DQSEWERDISLAYVIPDGTFKG SGLPAAGSSNNQRDPDENRLIVSYTE 434

Int Num 2947 - alternate alignment
E-value 4.1E-4

6ehb A 181 GEDGYSLSAIYTFGDT QDD - ONEYMLAASYRM- - E - - NEVFAGHETDERIA - - - ————------——------= KD
4frx_A 192 SNKEYYAGGDYKVNK- DEYKQHFLGLIHNWQIGP! SDGKNGSRSGRADGYVSSGYYGSGVTKGE
6ehb A 251 LGQ TAK-————======———————————— - KTSADNFAIDATYYFK---- LDS 300
4frx_A 291 SG DFPFLNRGDGEGSTAYLITDVQIGKFQRAGERTHQVRYGYDFATV! K 371

Int Num 3173 - Loop to hairpin
E-value 1.5E-4

6ehb A 181 GEDGYSLSAIYTFGDT ODDONEYMLAASYRME - - - NE¥BAGUETDGELAKD VDY TCYELARGYRLGQ -~ - - -~ ———~- TA
5d17_A 263 DNRHISGLEGLNYQ-- GL----PFLSGTESPVVLD--FMSSDY - SNKDEKVYSIRYEYDFKNARIGDVS|

246
337

268
347

268
287

268
347

268
287

268
375

250
290

267
353



6ehb A 268 K------- KTSADNFAIDATYYFK---- LDSDKASKVASEDELATIGLRYDF 320
5d17_A 354 BLL.OYGDQRFKEDSLEFDLGYKIPEGKLKG! PTNMTFHSANETRLNVDYTE 417

Int Num 3174 - alternate alignment
E-value 7.4E-5

6ehb A 181 GEDGYSLSAIYTFGDT QDD-QONEYMLAASYRME - - - - -NE¥YFAGLFTDGELAK - - - - - D GQ. TAK-
5d17_A 195 TDSFYTLGGSYQLK-- DIYQQQFLGFNGKQPLND TGSKKIGE! Y G

6ehb A 269 ~  ——-—————mmmmmmeeoo oo KTSADNFAIDATYYFKP-----—---- LDS 300
5d17_A 293 LPFLSGTESPVVLDFMSSDYSNKDEKVYSIRYEYDFKNARIGDVS] 354

268
292
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